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SEQUENCE LISTING 
<110> Bayer Healthcare AG 

<120> Diagnostics and Therapeutics for Diseases Associated with 
Kallikrein 6 (KLK6) 

<130> BHC 04 01 022 

<160> 5 

<170> Patentln version 3.2 

<210> 1 

<211> 1506 

<212> DNA 

<213> Homo sapiens 



<400> 1 














aggcggacaa 


agcccgattg 


ttcctgggcc 


ctttccccat 


cgcgcctggg 


cctgctcccc 


60 


agcccggggc 


aggggcgggg 


gccagtgtgg 


tgacacacgc 


tgtagctgtc 


tccccggctg 


120 


actooctcoc 

y v** i— y y w w 


tctctcctgg 


ggacacagag 


gtcggcaggc 


agcacacaga 


gggacctacg 


180 


ggcagctgtt 


ccttcccccg 


actcaagaat 


ccccggaggc 


ccggaggcct 


gcagcaggag 


240 


cggccatgaa 


gaagctgatg 


gtggtgctga 


gtctgattgc 


tgcagcctgg 


gcagaggagc 


300 


agaataagtt 


ggtgcatggc 


ggaccctgcg 


acaagacatc 


tcacccctac 


caagctgccc 


360 


tctacacctc 


gggccacttg 


ctctgtggtg 


gggtccttat 


ccatccactg 


tgggtcctca 


420 


cagctgccca 


ctgcaaaaaa 


ccgaatcttc 


aggtcttcct 


ggggaagcat 


aaccttcggc 


480 


aaagggagag 


ttcccaggag 


cagagttctg 


ttgtccgggc 


tgtgatccac 


cctgacta.tg 


540 


atgccgccag 


ccatgaccag 


gacatcatgc 


tgttgcgcct 


ggcacgccca 


gccaaactct 


600 


ctgaactcat 


ccagcccctt 


cccctggaga 


gggactgctc 


agccaacacc 


accagctgcc 


660 


acatcctggg 


ctggggcaag 


acagcagatg 


gtgatttccc 


tgacaccatc 


cagtgtgcat 


720 


acatccacct 


ggtgtcccgt 


gaggagtgtg 


agcatgccta 


ccctggccag 


atcacccaga 


780 


acatgttgtg 


tgctggggat 


gagaagtacg 


ggaaggattc 


ctgccagggt 


gattctgggg 


840 


gtccgctggt 


atgtggagac 


cacctccgag 


gccttgtgtc 


atggggtaac 


atcccctgtg 


900 


gatcaaagga 


gaagccagga 


gtctacacca 


acgtctgcag 


atacacgaac 


tggatccaaa 


960 


aaaccattca 


ggccaagtga 


ccctgacatg 


tgacatctac 


ctcccgacct 


accaccccac 


1020 


tggctggttc 


cagaacgtct 


ctcacctaga 


ccttgcctcc 


cctcctctcc 


tgcccagctc 


1080 


tgaccctgat 


gcttaataaa 


cgcagcgacg 


tgagggtcct 


gattctccct 


ggttttaccc 


1140 


cagctccatc 


cttgcatcac 


tggggaggac 


gtgatgagtg 


aggacttggg 


tcctcggtct 


1200 


tacccccacc 


actaagagaa 


tacaggaaaa 


tcccttctag 


gcatctcctc 


tccccaaccc 


1260 


ttccacacgt 


ttgatttctt 


cctgcagagg 


cccagccacg 


tgtctggaat 


cccagctccg 


1320 


ctgcttactg 


tcggtgtccc 


cttgggatgt 


acctttcttc 


actgcagatt 


tctcacctgt 


1380 


aagatgaaga 


taaggatgat 


acagtctcca 


tcaggcagtg 


gctgttggaa 


agatttaaga 


1440 


tttcacacct 


atgacataca 


tgggatagca 


cctgggccgc 


catgcactca 


ataaagaatg 


1500 


tatttt 












1506 
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<210> 2 

<211> 244 

<212> PRT 

< 2 13 > Honvo s apiens 

<400> 2 

Met Lys Lys Leu Met Val Val Leu Ser Leu He Ala Ala Ala Trp Ala 

15 10 15 

Glu Glu Gin Asxi Lys Leu Val His Gly Gly Pro Cys Asp Lys Thr Ser 

20 25 30 

His Pro Tyr Gin Ala Ala Leu Tyr Thr Ser Gly His Leu Leu Cys Gly 

35 40 45 

Gly Val Leu He His Pro Leu Trp Val Leu Thr Ala Ala His Cys Lys 

50 55 60 

Lys Pro Asn Leu Gin Val Phe Leu Gly Lys His Asn Leu Arg Gin Arg 
65 70 75 80 

Glu Ser Ser Gin Glu Gin Ser Ser Val Val Arg Ala Val He His Pro 

85 90 95 

Asp Tyr Asp Ala Ala Ser His Asp Gin Asp He Met Leu Leu Arg Leu 

100 105 110 

Ala Arg Pro Ala Lys Leu Ser Glu Leu He Gin Pro Leu Pro Leu Glu 

115 120 125 

Arg Asp Cys Ser Ala Asn Thr Thr Ser Cys His He Leu Gly Trp Gly 

130 135 140 

Lys Thr Ala Asp Gly Asp Phe Pro Asp Thr He Gin Cys Ala Tyr He 
145 150 155 160 

His Leu Val Ser Arg Glu Glu Cys Glu His Ala Tyr Pro Gly Gin lie 

165 170 175 

Thr Gin Asn Met Leu Cys Ala Gly Asp Glu Lys Tyr Gly Lys Asp Ser 

180 185 190 

Cys Gin Gly Asp Ser Gly Gly Pro Leu Val Cys Gly Asp His Leu Arg 

195 200 205 

Gly Leu Val Ser Trp Gly Asn He Pro Cys Gly Ser Lys Glu Lys Pro 

210 215 220 

Gly Val Tyr Thr Asn Val Cys Arg Tyr Thr Asn Trp He Gin Lys Thr 
225 230 235 240 

He Gin Ala Lys 



<210> 3 

<211> 20 

<212> DNA 

<213> artificial sequence 
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<220> 



<223> forward primer 



<400> 



3 



caagctgccc tctacacctc 



20 



<210> 4 

<211> 20 

<212> DNA 

<213> artificial sequence 
<220> 

<223> reverse primer 

<400> 4 

aggacccaca gtggatggat 2 0 



<211> 24 

<212> DNA 

<213> artificial seqrience 
<220> 

<223> probe 

<400> 5 

cacttgctct gtggtggggt cctt 24 



<210> 



5 



